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Fig 1.  Distributions of model residuals for individual chemicals [observed - model predicted values of Log(mean half-life)] for individual chemicals, for various child age groups.  Departures of the points from the fitted lines are an indication of departures from normality of the residuals.  For the regression lines, the slopes are estimates of the standard deviations of the log(residuals)--greater values of these slopes indicate a greater variability from chemical to chemical in the accuracy of overall model predictions.
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Fig. 2a.  Full T1/2 data set--individual values of log(child/adult ratios) for the first ten years of life, all modes of elimination.  (Day 0 represents birth, without distinction between premature and full term infants)
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Fig. 2b.  Full T1/2 data set--individual values of log(child/adult ratios) for the first year of life, all modes of elimination. (Day 0 represents birth, without distinction between premature and full term infants).
[image: image3.wmf]60

50

40

30

20

10

0

-1.0

-0.5

0.0

0.5

1.0

1.5

2.0

Age (days)

Log(Child/Ave Adult T1/2)

Child/adult = 3.2-fold

Child/adult = 10-fold

Child = average adult


Fig. 2c.  Full T1/2 data set--individual values of log(child/adult ratios) for the first two months of life, all modes of elimination. (Day 0 represents birth, without distinction between premature and full term infants).
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Fig. 3a.  Full T1/2 data set--individual values of child/adult ratios for the first ten years of life, separated by modes of elimination. (Day 0 
represents birth, without distinction between premature and full term infants).
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Fig. 3b.  Full T1/2 data set--individual values of child/adult ratios for the first year of life, separated by modes of elimination. (Day 0 represents 
birth, without distinction between premature and full term infants).
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Fig. 4. Effect of supplementing the individual data for CYP1A2 chemicals with mean data for groups where indvidiual data were not available
--first 8 months. (Day 0 represents birth, without distinction between premature and full term infants).
[image: image31.wmf]2

1

0

-1

-2

-0.4

-0.2

0.0

0.2

0.4

0.6

0.8

Premature Neonate

Full Term Neonate

1 Wk - 2 Mo

Z-Score

Model Residual--Observed - Model 

Predicted Log(Mean Half LIfe)

y = 0.004 + 0.116x   R^2 = 0.910

y = 0.101 + 0.249x   R^2 = 0.947

y = 0.130 + 0.308x   R^2 = 0.847

[image: image32.wmf]3

2

1

0

-1

-2

-3

-1

0

1

2

2-6 Mo

6 Mo - 2 Yr

2-12 Yr

Z-Score

Log(Child/Adult T1/2)

y =     0.108 + 0.298x   R^2 = 0.958

y =  - 0.176 + 0.220x   R^2 = 0.977

y =  - 0.182 + 0.186x   R^2 = 0.983


Fig. 5. Probability plots of individual log(Child/Adult ratio)’s for elimination half lives for different age groups (all modes of elimination).
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Fig. 6. Growth in body weights of boys and girls age 2 mo -144 mo--4th degree log models fit to NHANES III data.
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Fig. 7a. Lognormal plots of body weight residuals [mean differences between average observed and model-predicted log(body weights)] for 2-3 month old males and females.
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Fig. 7b. Lognormal plots of body weight residuals [mean differences between average observed and model-predicted log(body weights)] for 4-6 month old males and females.
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Fig. 7c. Lognormal plots of body weight residuals [mean differences between average observed and model-predicted log(body weights)] for 7-9 month old males and females.
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Fig. 7d. Lognormal plots of body weight residuals [mean differences between average observed and model-predicted log(body weights)] for 10-12 month old males and females.
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Fig. 7e. Lognormal plots of body weight residuals [mean differences between average observed and model-predicted log(body weights)] for 13-30 month old males and females.
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Fig. 7f. Lognormal plots of body weight residuals [mean differences between average observed and model-predicted log(body weights)] for 2.5-5.5 year old males and females.
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Fig. 7g. Lognormal plots of body weight residuals [mean differences between average observed and model-predicted log(body weights)] for 5.5-8.5 year old males and females.
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Fig. 7h. Lognormal plots of body weight residuals [mean differences between average observed and model-predicted log(body weights)] for 8.5-11.5 year old males and females.
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Fig. 8. Direct measurements of body fat between birth and 10 years of age (upper panel—8a), and from birth through adulthood (lower panel—8b), and equations fit to the weighted data (lines).  Squares are male data; circles are female data, and filled triangles are data from both sexes.
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Fig. 9. Original data means (dark circles) and ranges (error bars) from Grund et al (2000)(11) with the results of our prediction equations 
for NHANES III subjects of the same age and BMI (diamonds). 
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Fig 10. Coefficient of variation of % body fat from birth through 20 years of age, as inferred from NHANES III data and skinfold- and BMI-based regression formulae.
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Fig 11.  Age-related changes in body mass index and its variability (standard deviation) from 2 to 12 years of age.
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Fig. 12a.  Simple unimodal normal distributions for % body fat in 2-12 month old females, as inferred from NHANES III data and skinfold- and BMI-based regression formulae.
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Fig. 12b.  Distributions of % body fat in females between 4 and 8 years of age, as inferred from NHANES III data and skinfold- and BMI-based regression formulae.  Distributions depart appreciably from simple unimodal normal fits.
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Fig. 12c.  Distributions of % body fat in females between 12 and 20 years of age, as inferred from NHANES III data and skinfold- and BMI-based regression formulae.  Distributions depart appreciably from simple unimodal normal fits in the 12-16 year age groups.
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